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Figure S2: Evaluation of the known KMT2A-r ALL vulnerability genes CREBBP. Related to Figure 2

A Z-scores of the induvidual cell lines for CREBBP knockout. B Fold change at day 21 compared to day 0 of normalized read counts of sgRNAs CREBBP_6,
CREBBP_8 and CREBBP_10 from the CRISPR KO screen. n=2, mean + SEM. C Normalized read counts at day 0 and day 21 of sgRNAs CREBBP_6,
CREBBP_8 and CREBBP_10from the CRISPR KO screen. n=2, mean + SEM. D overview sgRNA locations on the CREBBP gene



